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FIG. 11 


Y1 anti CD42 anti CD42 

N-terminal N-terminal 
(S.C 7071) (SZ-2) 
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FIG. 16 


Influence of Y1-scFv on platelets aggregation in PRP 
(Fjgll) 



concentration 


FIG. 17 


Induction of platelet agglutination by Y1-lgG in 
washed platelets 
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FIG. 30 



FIG. 31 


*Ns were: 9 for POX, 8 for CONY1, 7 for Yl-DOX 6 for MOLT and 5 far PBS. 

B.M. MOLT in vivo 
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FIG. 32 
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FIG. 36 


***Ns were 8 for PBS, 9 fhrKGl, 8 forCONYl, 11 forCONYl-DOX, 9 forDOX, 8 for 181 in 
vitro, 9 for Yl in vitro and 9 fbrMylotarg. 



FIG. 37 



****Ns were: 8 for PBS, 9 for KG1 , 8 for CONY1 , 9 for CONYI-DOX, 1 1 for DOX Cmcluding one 
mice injected with 5mg/kg DOX), 7 for 181 in vitro, 8 for Yl in vitro and 7 for Myiotarg. 
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FIG. 39 


Pharmacokinetics of TCA-precipitable Radioactivity in Plasma 
After Intravenous Injection of 125 l-CONY1 to Mice 
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FIG. 40 


Specific Radioactivity of the Various Organs/tissues 


After IV injection of 1Z5 l-CONY1 to Mice 
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FIG. 41 


Distribution of Radioactivity in Body organs after 
Injection of 125 l-CONY1 to Mice 
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FIG. 42 


Superdex 75 profile of y^ckak 
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FIG. 45 


Epitopes of anti-GPIba antibodies 
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FIG. 46 
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FIG. 48A: The ORF and Amino Acid Sequence of Yl-HC 


SEQ ID NO: 205 (nucleic acid sequence); SEQ ID NO: 206 (amino acid sequence) 


1 ATGGCCTGGGCTCTGCTGCTCCTOACCCTCCTCACTCAGGACACAGGGTCCTGGGCCGAT 

1 MAWALLLLTLLTQDTGS WAD 

61 ATCCAGCTGGTGGAGTCTGGGGGAGGTGTGGTACGGCCTGGGGGGTCCCTGAGACTCTCC 

21 IQLVESGGGVVRPGG SLRLS 

121 TGTGCAGCCTCTGGATTCACCTTTGATGATTATGGCATGAGCTGGGTCCGCCAAGCTCCA 

41 CAASGFTFDDYGMSWVRQAP 

181 GGGAAGGGGCTGGAGTGGGTCTCTGGTATTAATTGGAATGGTGGTAGCACAGGTTATGCA 

61 GKGLEWVSGINWNGG STGYA 

241 GACTCTGTGAAGGGCCGATTCACCATCTCTAGAGACAACGCCAAGAACTCCCTGTATCTG 

81 DSVKGRFTISRDNAKNSLYL 

3 01 CAAATGAACAGTCTGAGAGCCGAGGACACGGCCGTGTATTACTGTGCAAGAATGAGGGCT 

101 QMNSLRAEDTAVYY CARMRA 

3 61 CCTGTGATTTGGGGCCAAGGTACCCTGGTCACCGTCTCGAGTGCTTCCACCAAGGGCCCA 
121 PVIWGQGTLVTVSSASTKGP 

421 TCGGTCTTCCCCCTGGCACCCTCCTCCAAGAGCACCTCTGGGGGCACAGCGGCCCTGGGC 

141 SVFPLAPS.SK-STSGGTAALG 

4 81 TGCCTGGTCAAGGACTACTTCCCCGAACCGGTGACGGTGTCGTGGAACTCAGGCGCCCTG 
161 CLVKDYFPEPVTVS WNS GAL 

541 ACCAGCGGCGTGCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGC 

181 TSGVHTFPAVLQSSGLYSLS 

601 AGCGTGGTGACCGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAAT 

201 SVVTVPSSSLGTQTYICNVN 

661 CACAAGCCCAGCAACACCAAGGTGGACAAGAGAGTTGAGCCCAAATCTTGTGACAAAACT 

221 HKPSNTKVDKRVE P KSCDKT 

721 CACACATGCCCACCGTGCCCAGCACCTGAACTCCTGGGGGGACTGTCAGTCTTCOTCTTC 

241 HTCPPCPAPELLGGPSVFLF 

781 CCCCCAAAACCCAAGGACACCCTCATGATCTCCCGGACCCCTGAGGTCACATGCGTGGTG 

261 PPKPKDTLMISRTPEVTCVV 

841 GTGGACGTGAGCCACGAAGACCCTGAGGTCAAGTTCAACTGGTACGTGGACGGCGTGGAG 

281 VDVSHEDPEVKFNWYVDGVE 

901 GTGCATAATGCCAAGACAAAGCCGCGGGAGGAGCAGTACAACAGCACGTACCGTGTGGTC 

301 VHNAKTKPREEQYNS TYRVV 

961 AGCGTCCTCACCGTCCTGCACCAGGACTGGCTGAATGGCAAGGAGTACAAGTGCAAGGTC 

321 SVLTVLHQDWLNGKEYKCKV 

1021 TCCAACAAAGCCCTCCCAGCCCCCATCGAGAAAACCATCTCCAAAGCCAAAGGGCAGCCC 

341 SNKALPAPIEKTI S KAKGQP 

1081 OGAGAACCACAGGTGTACACCCTGCCCCCATCCCGGGAGGAGATGACCAAGAACCAGGTC 

361 REPQVYTLPPSREEMTKNQV 

1141 AGCCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGCCGTGGAGTGGGAGAGC 

381 SLTCLVKGFYPSD IAVEWES 

1201 AATGGGCAGCCGGAGAACAACTACAAGACCACGTCTCCCGTGCTGGACTCCGACGGCTCC 

401 NGQPENNYKTTSPVLDSDGS 

1261 TTCTTCCTCTATAGCAAGCTCACCGTGCACAAGAGCAGGTGGCAGCAGGGGAACGTCTTC 

421 FFLYS KLTVDKSRWQQGNVF 

1321 TCATGCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTG 

441 SCSVMHEALHNHYTQKSLSL 

1381 TCTCTGGGTAAATGA 

461 S h G K * 


FIG. 48B: The ORF and Amino Acid Sequnce of Yl-LC 


SEQ ID NO: 207 (nucleic acid sequence); SEQ ID NO: 208 (amino acid sequence) 


1 ATGGCCTGGGCTCTGCTGCTCCTCACCCTCCTCACTCAGGACACAGGGTCCTGGGCCGAT 

1 MAWALLLLTLLTQDTGSWAD 

61 GCAGAGCTGACTCAGGACCCTGCTGTGTCTGTGGCCTTGGGACAGACAGTCAGGATCACA 

21 AELTQDPAVSVALGQTVRIT 

1212 TG CC AAGGAGACAGCCTCAGAAG CTATTATGCAAG CTGGTACCAGCAGAAGCCAGGACAG 

41 CQGDSLRSYYASWYQQKPGQ 

181 GCCCCTGTACTTGTCATCTATGGTAAAAACAACCGGCCCTCAGGGATCCCAGACCGATTC 

161 APVLVIYGKNNRPSGIPDRF 

241 TCTGGCTCCAGCTCAGGAAACACAGCTTCCTTGACCATCACTGGGGCTCAGGCGGAAGAT 

81 SGSSSGNTASLTITGAQAED 

3 01 GAGGCTGACTATTACTGTAACTCCCGGGACAGCAGTGGTAACCATGTGGTATTCGGCGGA 

101 EADYYCNSRDS S GNHVVFGG 

3 61 GGGACCAAGCTGACCGTCCTAGGTCAGCCCAAGGCTGCCCCCTCGGTCACTCTGTTCCCG 
121 GTKLTVLGQPKAAPSVTLFP 

421 CCCTCCTCTGAGGAGCTTCAAGCCAACAAGGCCACACTGGTGTGTCTCATAAGTGACTTC 

141 PS SEELQANKATLVCL ISDF 

4 81 TACCCGGGAGCCGTGACAGTGGCCTGGAAGGCAGATAGCAGCCCCGTCAAGGCGGGAGTG 
161 YPGAVTVAWKAD S S PVKAGV 

541 GAGACCACCACACCCTCCAAACAAAGCAACAACAAGTACGCGGCCAGCAGCTACCTGAGC 

181 ETTTPSKQSNNKYAASSYLS 

601 CTGACGCCTGAGCAGTGGAAGTC CCACAAAAGCTACAGCTG CCAGGTCACGCATGAAGGG 

201 LTPEQWKSHKSYSCQVTHEG 

661 AGCACCGTGGAGAAGACAGTGGCCCCTACAGAATGTTCATGA 

221 ' S TVE KTVAPTE C S * 


FIG. 49 
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1 BVQLVESGGG LVQPGGSLRL SCAASGFTFS SYAMSWRQA PGKGLEWV&A If>GSGGST¥Y 60 
61 ApSVKGRFTI SRDJfSKNTLY LQMNSLRAED IPAVYVCAJ^A KTimQYSlij GQGTLVTVSR 120 
121 GGGGSGGGGS GGGGSSEtTQ DPAVSVA1GQ TVRITCQGDS LRSYYASWYQ QKPGQAPVLV 190 
181 IYGKNNRPSG IPDRFSGSSS GNTASLTITG AQAEDSADYY CNSRDSSGNH WFGGGTKLT 240 
241 VLGAAAEQKL XS3EDLNGAA 
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FIG. 50 


If 20 3^0 Y 5^0 60 

lAtTaTTAcTc gOGGCCCAGC CgGCC*^p5C CmGGTGCAfi CTGGTGGAGT CTCGGGGAGG 
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ICTTOOTacaS CCTGGGGGGT CCCTGAGACT CTCCTGTGCA GCCTCTGGAT TCACCTTTAG 
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fCACGGCCGTC TATTADIGTG 
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JTACCCTGGIC ACCGTGTCGA GAGGTGGASG CXSGTTCAgGC GGAgGTOgCT CTGGOGGTGG 
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CGGATCGTCT G^CTGACTC AGGACCCTGC TGTGTCTGTG GcCTTGGGAC AgACAGTCAG 
GSS £ £» T Q I> P A VSV ALG QTVR 
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|CCGATTCTCT GGCTCCAGCT CAGGAAACAC AGCTTCCTTG ACCATGACTG GQGCTCAGGC 
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fiDE ADY Y C If S RDS SGH HVV 
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FIG. 51 


Sequence of Yl-Biotag (SEQ ID NO: 211) 

1 MEVQLVESGG GWRPGGSLR LSCAASGFTF DDYGMSWVRQ 

41 APGKGLEWVS G1NWNGGSTG YADSVKGRFT 1SRDNAKNSL 

8 1 VLQMNSLRAE DTAVY YCARM RAPVJ WGQGT LVTVSRGGGG 

121 SGGGGSGGGG SSELTQDPAV SVALGQTVRI TCQGDSLRSY 

161 YASWYQQKPG QAPVLVIYGK NNRPSGIPDR FSGSSSGNTA 

201 SLTfTGAQAE DEADYYCNSR DSSGNNWFG GGTKLTVLGG 

241 GGLNDIFEAQ KIEWHE 


FIG. 52 

Yl-cys-kak scFv (SEQ ID NO. 212) 

1 MEVQLVESGG GWRPGGSLR LSCAASGFTF DDYGMSWVRQ 
APGKGLEWVS GINWNGGSTG 60 

61 YADSVKGRFT 1SRDNAKNSL YLQMNSLRAE DTAVYYCARM 
RAPVIWGQGT LVTVSRGGGG 120 

121 SGGGGSGGGG SSELTQDPAV SVALGQTVRI TCQGDSLRSY 
YASWYQQKPG QAPVLVIYGK 180 

181 NNRPSGIPDR FSGSSSGNTA SLTITGAQAE DEADYYCNSR 
DSSGNHVVFG GGTKLTVLGG 240 

241 GGCKAK 


